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FDA Clinical
Trials

AFC

HGMD

ESMO

ACMG

AMP EMA

Curated contents

20,000,000 +

curated clinical findings

1,200,000 +

patfient cases analyzed

QIAGEN Ontologies

Sequence
Disease | \mechanism: Cellular
nmechanism mechanism:
Patient Molecular
phenotypes mechanism

1000
genome IH

JASPAR

External databases

Knowledge Base

ClinVar

QIAGEN Knowledge Base

Over 20 years of expert curation

76,000 +

disease classes covered

35,000 +

citafions in publications

4,000 +

artficles added per month

200 +

MD and phD level curators
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Pathogenicity Actionability, Level of Evidence

ACMG/AMP Guidelines

Pathogenic

QIAGEN
Knowledge Base

Professional
Guidelines

Likely Benign

Benign
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C
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*Based on 2015 ACMG guidelines, Richards S, et al, Genet Med 17 (8), 405-424, 2015
**Based on 2017 AMP/ASCO/CAP guidelines, Li Marilyn. et al. J Mol Diagn. 2017 Jan:19(1):4-23.

Drug-labels

VvV
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Scientific
Literature

Actionability

AMP/ASCO/CAP Guidelines

Tier 1A
Tier 1B

Tier 2C
Tier 2D

Somatic Testing**
Strong clinical

significance

Potential clinical

significance

Unknown clinical
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Likely benign or
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eﬂs Gene(s) 408 Variant(s) 406 Reportable(s)
Gene ¥

& TP53

TP53
ias

TP53

Actionability %

® Tier 1A

® Tier 1B

® Tier 2C

Assessment

Pathogenic

Pathogenic

Likely Pathogenic

o A Bt

Position

13:32890587

13:32911278

17:41215378

Transcript

NM_000059.4

NM_000059.4

NM_007294.4
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01 Report summary

 Pathogenic & Likely Pathogenic
1 1
LSt
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02 Variant annotations

FLT3
Cancers and Tumors

Pasition Transzript(s)
13:28592642 NM_004119.3
Mode of Inheritance Impact

- Missense

Variant Findings
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Function

CADD Seare Population Frequency
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o2 Variant Summary

Variant Apbraved treatment(s) Othe treatments)
stance:

KRAS adagrasib
afatinib, erlotinib,

® Tier 1A Pathogenic, p.612C sotorasib -
gefitinio, esimertinib
NCCN Recommended:

ATM

X - enzalutamide
© Tier 2C Pathogenic, p.Q2942*

Malazoparip, olaparib
CDKN2A
® Tier 2 Likely Pathogenic, p.D125N

CCDKN2A
® Tier 2C Pathogenic, p.E120*
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Clinical Trials

3of Phase 3
2 of Phase 2/3
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